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About the Workshop Topics

This training provides a comprehensive o

understanding of handling and
interpreting CHIPSeq data, combining
theoretical insights with practical sessions.
Participants learn about experimental
design, data preprocessing, and
bioinformatics tools, gaining skills in peak
calling, motif discovery, and functional
annotation to draw meaningful biological
conclusions.

a Eligibility
* Students pursuing B.Sc,, B.Tech,, M.Sc,,
M.Tech,, PhD in life sciences/computer
science

Teaching professionals
Industry professionals

@ Course Instructors

Anchal Negi - Bioinformation, CBIRT

Dr. Tamanna Anwar - Organizer &
Founder, CBIRT

Visit: www.cbirt.net/training

More Details

Introduction to ChiIP-Seq & Data
Analysis

Quality Control & Preprocessing
Alignment to Reference Genome
Post-alignment Processing

Peak Calling, Annotation

Differential Peak Analysis

Motif Analysis

Visualization

Integration & Biological Interpretation

Program Benefits

Certificates on Successful Completion
Access to Live Sessions

Recordings

Workshop Materials

Online Technical Support Post Workshop
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